Background: The number of genetic factors identified for asthma remains limited. The study
Objective: Our goal was to identify genetic variants interacting with early ETS exposure that influence time-to-asthma onset (TAO).
Methods: We conducted a large-scale meta-analysis of five genome-wide interaction studies (GEWIS) of TAO (totaling 3,643 exposed (ETS + ) and 5,275 non-exposed (ETS -) individuals of European ancestry) using survival analysis methodologies. Two tests were performed: 1) a joint test of SNP effect and GxETS interaction and 2) a test of GxETS interaction alone. 
